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(a) (b) (c) (d) (e) (f)

Figure 1: Eisen plots of clustering solutions found by di®erent algorithms on Yeast Sporulation data
(a) SiMM-TS, (b) VGA, (c) IFCM, (d) average linkage, (e) SOM, (f) CRC
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Figure 2: Cluster pro¯le plot for Yeast Sporulation data for SiMM-TS clusteri ng
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Figure 3: Cluster pro¯le plot for Yeast Sporulation data for VGA clustering
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Figure 4: Cluster pro¯le plot for Yeast Sporulation data for IFCM clustering
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Figure 5: Cluster pro¯le plot for Yeast Sporulation data for average linkage clustering
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Figure 6: Cluster pro¯le plot for Yeast Sporulation data for SOM clustering
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Figure 7: Cluster pro¯le plot for Yeast Sporulation data for CRC clustering
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Figure 8: Similar clusters found on Sporulation data by di®erent algorithms (a) Cluster 1 of SiMM-
TS, (b) Cluster 6 of VGA, (c) Cluster 6 of IFCM, (d) Cluster 4 of average linka ge, (e) Cluster 3 of
SOM, (f) Cluster 4 of CRC
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(a) (b)

(c) (d)
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Figure 9: Part of the FatiGo results on Yeast Sporulation data: (a) Cluster 1 of SiMM-TS, (b) Cluster
6 of VGA, (c) Cluster 6 of IFCM, (d) Cluster 4 of average linkage, (e) Cluster 3 of SOM, (f) Cluster
4 of CRC
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Figure 10: Similar clusters found on Sporulation data by di®erent algorithms(a) Cluster 2 of SiMM-
TS, (b) Cluster 1 of VGA, (c) Cluster 7 of IFCM, (d) Cluster 3 of average linka ge, (e) Cluster 5 of
SOM, (f) Cluster 1 of CRC
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Figure 11: Part of the FatiGo results on Yeast Sporulation data: (a) Cluster 2 of SiMM-TS, (b)
Cluster 1 of VGA, (c) Cluster 7 of IFCM, (d) Cluster 3 of average linkage, (e) Cluster 5 of SOM, (f)
Cluster 1 of CRC
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Figure 12: Similar clusters found on Sporulation data by di®erent algorithms(a) Cluster 4 of SiMM-
TS, (b) Cluster 4 of VGA, (c) Cluster 5 of IFCM, (d) Cluster 1 of average linka ge, (e) Cluster 4 of
SOM, (f) Cluster 7 of CRC
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Figure 13: Part of the FatiGo results on Yeast Sporulation data: (a) Cluster 4 of SiMM-TS, (b)
Cluster 4 of VGA, (c) Cluster 5 of IFCM, (d) Cluster 1 of average linkage, (e) Cluster 4 of SOM, (f)
Cluster 7 of CRC
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Figure 14: Similar clusters found on Sporulation data by di®erent algorithms(a) Cluster 6 of SiMM-
TS, (b) Cluster 3 of VGA, (c) Cluster 2 of CRC

(a) (b)

(c)

Figure 15: Part of the FatiGo results on Yeast Sporulation data: (a) Cluster 6 of SiMM-TS, (b)
Cluster 3 of VGA, (c) Cluster 2 of CRC
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Figure 16: Similar clusters found on Sporulation data by di®erent algorithms(a) Cluster 5 of SiMM-
TS, (b) Cluster 5 of VGA, (c) Cluster 2 of IFCM, (d) Cluster 2 of SOM, (e) Cluster 6 of CRC
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Figure 17: Part of the FatiGo results on Yeast Sporulation data: (a) Cluster 5 of SiMM-TS, (b)
Cluster 5 of VGA, (c) Cluster 2 of IFCM, (d) Cluster 2 of SOM, (e) Cluster 6 of CR C
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Table 1: Maximum selectivity of di®erent clusters produced by di®erent algorithms onYeast Sporu-
lation data

Algorithms Maximum selectivity of clusters (%)
C-1 C-2 C-3 C-4 C-5 C-6 C-7 C-8

SiMM-TS 61.36 29.33 46.38 31.43 58.39 30.84 - -
VGA 20.70 15.94 17.97 27.41 43.67 52.42 - -
IFCM 28.53 54.45 10.08 14.86 23.73 34.50 21.60 -
Avg. Link 3.91 - 5.36 10.95 4.57 -
SOM 16.26 50.34 34.50 18.11 22.69 15.73 - -
CRC 21.60 22.32 32.04 56.55 29.68 46.29 22.68 20.00
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Figure 18: Boxplots showing the range of best selectivity values for di®erent algorithms on Yeast
Sporulation data
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Figure 19: Boxplots of ARI index values produced by di®erent algorithms for AD40010 10 data set.
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Figure 20: Boxplots of s(C) index values produced by di®erent algorithms for Sporulation data set.
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Figure 21: Boxplots of s(C) index values produced by di®erent algorithms for Serum data set.
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Figure 22: Boxplots of s(C) index values produced by di®erent algorithms for Rat CNS data set.
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